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Abstract:

Splicing is a foundational component of gene
expression. This molecular process modifies the
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information encoded in pre-mRNA after they are
transcribed from DNA blueprints, resulting in the
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enormous progress in understanding splicing,
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imaging data alone. The key idea is to write
down a mechanistic spatial stochastic model
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positions. The positions are obtained from D e
experimental images, and the dynamic rates are

inferred from static snapshots using Variationa |

Bayesian inference. I'll also talk about Bayesian

model selection and optimal experimental

design.
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